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<110> 
<120> 



<130> 

<150> 
<151> 

<160> 

<170> 

<210> 
<211> 
<212> 
<213> 

<220> 
<221> 
<222> 

<400> 



SEQUENCE LISTING 
Sumitomo. Pharmaceuticals CO. , LTD. 

Therapeutic Agent for Anorexia Nervosa or Life-Style Related 
Diseases, and Method for Screening Same 

09517 

JP 2001-397523 
2001-12-27 

29. 

Patentin version 3. 1 
1 

1038 
RNA 

Homo sapiens 



CDS 

(1).. (1035) 
1 



aug uac aag gac ugc auc gag ucc acu gga gac uau uuu cuu cue ugu 



48 
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Met Tyr Lys Asp Cys lie Glu Ser Thr Gly Asp Tyr Phe Leu Leu Cys 
15 10 15 

gac gcc gag ggg cca ugg ggc auc auu cug gag ucc cug gcc aua cuu 96 
Asp Ala Glu Gly Pro Trp Gly lie He Leu Glu Ser Leu Ala He Leu 

20 25 30 

ggc auc gug guc aca auu cug cua cue uua gca uuu cue uuc cue aug 144 
Gly lie Val Val Thr He Leu Leu Leu Leu Ala Phe Leu Phe Leu Met 

35 40 45 

cga aag auc caa gac ugc age cag ugg aau guc cue cec ace cag cue 192 
Arg Lys He Gin Asp Cys Ser Gin Trp Asn Val Leu Pro Thr Gin Leu 

50 55 60 

cue uuc cue cug agu guc cug ggg cue uuc gga cue gcu uuu gcc uuc 240 
Leu Phe Leu Leu Ser Val Leu Gly Leu Phe Gly Leu Ala Phe Ala Phe 
65 70 75 80 

auc auc gag cue aau caa caa acu gee cec gua egc uac uuu cue uuu 288 
He He Glu Leu Asn Gin Gin Thr Ala Pro Val Arg Tyr Phe Leu Phe 

85 90 95 

ggg guu cue uuu gcu cue ugu uuc uca ugc cue uua gcu eau gee ucc 336 
Gly Val Leu Phe Ala Leu Cys Phe Ser Cys Leu Leu Ala His Ala Ser 

100 105 110 

aau cua gug aag cug guu egg ggu ugu guc ucc uuc ucc ugg aeg aca 384 
Asn Leu Val Lys Leu Val Arg Gly Cys Val Ser Phe Ser Trp Thr Thr 

115 120 125 

auu cug ugc auu gcu auu ggu ugc agu cug uug caa auc auu auu gee 432 
He Leu Cys He Ala He Gly Cys Ser Leu Leu Gin He He He Ala 

130 135 140 

acu gag uau gug acu cue auc aug ace aga ggu aug aug uuu gug aau 480 
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Thr Glu Tyr Val 
145 

aug aca ccc ugc 
Met Thr Pro Cys 

guc cue uuc cug 
Val Leu Phe Leu 
180 

ugu ggc ccg ugu 
Cys Gly Pro Cys 
195 

acu gug cue uuc 
Thr Val Leu Phe 
210 

cug aga ggc aac 
Leu Arg Gly Asn 
225 

guc guc ugc auu 
Val Val Cys He 

uac auc guc ecu 
Tyr He Val Pro 
260 

ugc ecu uua caa 
Cys Pro Leu Gin 
275 

uuc caa gug gag 



Thr Leu He Met 
150 

eag cue aau gug 
Gin Leu Asn Val 
165 

aug gee cue aca 
Met Ala Leu Thr 

gag aac ugg aag 
Glu Asn Trp Lys 
200 

ucc auc auc auc 
Ser He He He 
215 

ccg eag uuc eag 
Pro Gin Phe Gin 
230 

gcu cug guc ace 
Ala Leu Val Thr 
245 

gag cue ugc auu 
Glu Leu Cys He 

ggc aau gee ugc 
Gly Asn Ala Cys 
280 

aac eag gag cue 



Thr Arg Gly Met 
155 

gac uuu guu gua 
Asp Phe Val Val 
170 

uuc uuc guc ucc 
Phe Phe Val Ser 
185 

eag eau gga agg 
Gin His Gly Arg 

ugg gug gug ugg 
Trp Val Val Trp 
220 

ega eag ccc eag 
Arg Gin Pro Gin 
235 

aac gea ugg guu 
Asn Ala Trp Val 
250 

cue uac aga ueg 
Leu Tyr Arg Ser 
265 

ccc guc aca gee 
Pro Val Thr Ala 

ucc aga gee ega 



Met Phe Val Asn 
160 

cue cug guc uau 
Leu Leu Val Tyr 
175 

aaa gee ace uuc 
Lys Ala Thr Phe 
190 

cue auc uuu auc 
Leu He Phe He 
205 

auc lice aug cue 
He Ser Met Leu 

ugg gac gac ccg 
Trp Asp Asp Pro 
240 

uuc cug cug cug 
Phe Leu Leu Leu 
255 

ugu aga eag gag 
Cys Arg Gin Glu 
270 

uac caa cac age 
Tyr Gin His Ser 
285 

gac agu gau gga 
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Phe Gin Val Glu Asn Gin Glu Leu Ser Arg Ala Arg Asp Ser Asp Gly 

290 295 300 

gcu gag gag gau gua gca uua acu uca uau ggu acu ccc auu cag ccg 
Ala Glu Glu Asp Val Ala Leu Thr Ser Tyr Gly Thr Pro He Gin Pro 
305 310 315 320 

cag acu guu gau ccc aca caa gag ugu uuc auc cca cag gcu aaa cua 
Gin Thr Val Asp Pro Thr Gin Glu Cys Phe He Pro Gin Ala Lys Leu 

325 330 335 

age ccc cag caa gau gca gga gga gua uaa 
Ser Pro Gin Gin Asp Ala Gly Gly Val 
340 345 

<210> 2 

<211> 345 

<212> PRT 

<213> Homo sapiens 

<400> 2 

Met Tyr Lys Asp Cys lie Glu Ser Thr Gly Asp Tyr Phe Leu Leu. Cys 
1 5 10 15 

Asp Ala Glu Gly Pro Trp Gly He He Leu Glu Ser Leu Ala He Leu 
20 25 30 



Gly He Val Val Thr He Leu Leu Leu Leu Ala Phe Leu Phe Leu Met 
35 40 45 
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Arg Lys He Gin Asp Cys Ser Gin Trp Asn Val Leu Pro Thr Gin Leu 
50 55 60 

Leu Phe Leu Leu Ser Val Leu Gly Leu Phe Gly Leu Ala Phe Ala Phe 
65 70 . 75 80 

He He Glu Leu Asn Gin Gin Thr Ala Pro Val Arg Tyr Phe Leu Phe 
85 90 95 

Gly Val Leu Phe Ala Leu Cys Phe Ser Cys Leu Leu Ala His Ala Ser 
100 105 110 

Asn Leu Val Lys Leu Val Arg Gly Cys Val Ser Phe Ser Trp Thr Thr 
115 120 125 

He Leu Cys He Ala He Gly Cys Ser Leu Leu Gin lie He He Ala 
130 135 140 

Thr Glu Tyr Val Thr Leu He Met Thr Arg Gly Met Met Phe Val Asn 
145 150 155 160 

Met Thr Pro Cys Gin Leu Asn Val Asp Phe Val Val Leu Leu Val Tyr 
165 170 175 



Val Leu Phe Leu Met Ala Leu Thr Phe Phe Val Ser Lys Ala Thr Phe 
180 185 190 
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Cys Gly Pro Cys Glu Asn Trp Lys 
195 200 

Thr Val Leu Phe Ser He lie He 
210 215 

Leu Arg Gly Asn Pro Gin Phe Gin 

225 . 230 

Val Val Cys He Ala Leu Val Thr 
245 

Tyr He Val Pro Glu Leu Cys He 
260 



Gin His Gly Arg Leu lie Phe He 
205 

Trp Val Val Trp He Ser Met Leu 
220 

Arg Gin Pro Gin Trp Asp Asp Pro 

235 240 

Asn Ala Trp Val Phe Leu Leu Leu 
250 255 

Leu Tyr Arg Ser Cys Arg Gin Glu 
265 270 



Cys Pro Leu Gin Gly Asn Ala Cys Pro Val Thr Ala Tyr Gin His Ser 
275 280 285 

Phe Gin Val Glu Asn Gin Glu Leu Ser Arg Ala Arg Asp Ser Asp Gly 
290 295 300 

Ala Glu Glu Asp Val Ala Leu Thr Ser Tyr Gly Thr Pro He Gin Pro 
305 310 315 320 

Gin Thr Val Asp Pro Thr Gin Glu Cys Phe He Pro Gin Ala Lys Leu 
325 330 335 
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Ser Pro Gin Gin Asp Ala Gly Gly Val 
340 345 

<210> 3 

<211> 1324 

<212> RNA 

<213> Mus musculus 

<220> 

<221> CDS 

<222> (148).. (1047) 
<400> 3 

gaggagagau uaaagcaccu gaaguugucu ccuccuuacu cauuugcagc cacagcuucc 

ccaccagcac agccucagag gcuuccggag uagacucgga ggaggagacc agacauccgu 

ucucgugagg ucuaccuaua agucacc aug uau gag gac ugc gug aag ucc aca 

Met Tyr Glu Asp Cys Val Lys Ser Thr 
1 5 
gaa gac uau uac cue uuc ugu gac aac gag ggg cca ugg gcc auu guu 
Glu Asp Tyr Tyr Leu Phe Cys Asp Asn Glu Gly Pro Trp Ala He Val 
10 15 20 25 

cug gag ucc uug gca gug auu ggc aua gug guu acc aua uug cua cue 
Leu Glu Ser Leu Ala Val He Gly lie Val Val Thr He Leu' Leu Leu 

30 35 40 

eug gca uuu cug uuc cue aug egg aag guu cag gac ugc age eag ugg 
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Leu Ala Phe Leu Phe Leu Met Arg Lys Val Gin Asp Cys Ser Gin Trp 

45 50 55 

aac gug cuu ccc acu cag uuc cue uuc cug cug gcu gug cue ggg cue 
Asn Val Leu Pro Thr Gin Phe Leu Phe Leu Leu Ala Val Leu Gly Leu 

60 65 70 

uuc gga cuu acu uuu gee uuc auc auc eaa cue aac cau caa acu gee 
Phe Gly Leu Thr Phe Ala Phe He He Gin Leu Asn His Gin Thr Ala 

75 80 85 

ecu guu cgc uac uuc cue uuu ggg guu cue uuu gcu auc uge uuc ucc 
Pro Val Arg Tyr Phe Leu Phe Gly Val Leu Phe Ala lie Cys Phe Ser 
90 95 100 105 

ugc cue cug gcu cau gcc ucc aac cug gug aag cug guc egg ggu aga 
Cys Leu Leu Ala His Ala Ser Asn Leu Val Lys Leu Val Arg Gly Arg 

110 115 120 

guc ucc uuc ugc ugg aca aca auu cug uuc auu gcu auc ggu guc age 
Val Ser Phe Cys Trp Thr Thr He Leu Phe He Ala He Gly Val Ser 

125 130 135 

cug uug cag acc auc auu gcg aua gag uau gug acc cue auc aug acc 
Leu Leu Gin Thr He He Ala He Glu Tyr Val Thr Leu He Met Thr 

140 145 150 

aga ggc uug aug uuc gag cau aug aca ecg uau cag cue aau gug gac 
Arg Gly Leu Met Phe Glu His Met Thr Pro Tyr Gin Leu Asn Val Asp 

155 160 165 

uuu guc ugu cue cug auc uau guc cue uuc cug aug gcc cue acu uuc 
Phe Val Cys Leu Leu He Tyr Val Leu Phe Leu Met Ala Leu Thr Phe 
170 175 180 185 

uuc guc ucc aag gcc ace uuc ugu ggc eca ugu gag aac ugg aaa cag 
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Phe Val Ser Lys Ala Thr Phe Cys. Gly Pro Cys Glu Asn Trp Lys Gin 

190 195 200 

cac gga agg cue aua uuu gcu acu gug cug guc ucu auc auu auc ugg 798 
His Gly Arg Leu lie Phe Ala Thr Val Leu Val Ser He He He Trp - 
205 210 215 

gug gug ugg auc ucc aug cue uug aga ggc aac ccc cag cue cag cga 846 
Val Val Trp He Ser Met Leu Leu Arg Gly Asn Pro Gin Leu Gin Arg 
220 225 230 

cag ccc cac ugg gae gau gea guc auc ugc auu ggc cug guc ace aac 894 
Gin Pro His Trp Asp Asp Ala Val He Cys He Gly Leu Val Thr Asn 
235 240 245 

gcu ugg guc uuc cug cug auc uac auc auc ecu gag cug age aua cue 942 
Ala Trp Val Phe Leu Leu He Tyr He He Pro Glu Leu Ser He Leu 
250 255 260 265 

uac agg uca ugu agg cag gag ugu ecu aca caa ggc aac guc ugc cag 990 
Tyr Arg Ser Cys Arg Gin Glu Cys Pro Thr Gin Gly Asn Val Cys Gin 
270 275 280 

guc ecu guc uac caa cgc age uuc agg aug gau ace cag gaa ccc ace 1038 
Val Pro Val Tyr Gin Arg Ser Phe Arg Met Asp Thr Gin Glu Pro Thr 

285 290 295 

aga gag ugc ugaucccage egggaguauc ueaueeeauc ageuaeacua 1087 
Arg Glu Cys 
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300 

iagcccacagc aagaugcagg auuguaaagc uacuggaaac agcauagaga caaccuggaa 1147 

gagugcccug cuccacacag cccuaaagag cccaggggag cacuggacac acugucaaug 1207 

aagcauccuu ccugucccuu ccucucuguu ucccugcccu uuccacucuu cuggacccag 1267 

ccucugaaga cugucauguc cugcacaauu aaaaucuugu ugccacccua aaaaaaa 1324 

<210> 4 

<211> 300 

<212> PRT . 

<213> Mus musculus 

<400> 4 

Met Tyr Glu Asp Cys Val Lys Ser Thr Glu Asp Tyr Tyr Leu Phe Cys 
1 5 10 15 

Asp Asn Glu Gly Pro Trp Ala lie Val Leu Glu Ser Leu Ala Val He 
20 25 30 

Gly lie Val Val Thr He Leu Leu Leu Leu Ala Phe Leu Phe Leu Met 
35 .40 45 

Arg Lys Val Gin Asp Cys Ser Gin Trp Asn Val Leu Pro Thr Gin Phe 
50 55 60 
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Leu Phe Leu Leu Ala Val Leu Gly Leu Phe Gly Leu Thr Phe Ala Phe 
65 70 75 80 

He He Gin Leu Asn His Gin Thr Ala Pro Val Arg Tyr Phe Leu Phe 
85 90 95 

Gly Val Leu Phe Ala He Cys Phe Ser Cys Leu Leu Ala His Ala Ser 
100 105 110 

Asn Leu Val Lys Leu Val Arg Gly Arg Val Ser Phe Cys Trp Thr Thr 
115 120 125 

He Leu Phe He Ala He Gly Val Ser Leu Leu Gin Thr He He Ala 
130 135 140 . 

He Glu Tyr Val Thr Leu He Met Thr Arg Gly Leu Met Phe Glu His 
145 150 155 160 

Met Thr Pro Tyr Gin Leu Asn Val Asp Phe Val Cys Leu Leu He Tyr 
165 170 175 

Val Leu Phe Leu Met Ala Leu Thr Phe Phe Val Ser Lys Ala Thr Phe 
180 185 190 

Cys Gly Pro Cys Glu Asn Trp Lys Gin His Gly Arg Leu He Phe Ala 
195 200 205 
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Thr Val Leu Val Ser He He He Trp Val Val Trp He Ser Met Leu 
210 215 220 

Leu Arg Gly Asn Pro Gin Leu Gin Arg Gin Pro His Trp Asp Asp Ala 
225 230 235 240 

Val He Cys He Gly Leu Val Thr Asn Ala Trp Val Phe Leu Leu He 
245 250 255 

Tyr He He Pro Glu Leu Ser He Leu Tyr Arg Ser Cys Arg Gin Glu 
260 265 270 



Cys Pro Thr Gin Gly Asn Val Cys Gin Val Pro Val Tyr Gin Arg Ser 
275 280 285 

Phe Arg Met Asp Thr Gin Glu Pro Thr Arg Glu Cys 
290 295 300 

<210> 5 

<211> 20 

<212> DNA 

<213> Artificial/Unknown 
<220> 

<221> misc_feature 

<223> Oligonucleotide designed to act as primer for amplifying GPRC5D 
mRNA. . 
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<400> 5 

acctcttctg tgacaacgag 

<210> 6 

<211> 20 

<212> DNA 

<213> Artificial/Unknown 
<220> 

<221> raisc_feature 

<223> Oligonucleotide designed to 
mRNA. 

<400> 6 

ggaagaggac atagatcagg 

<210> 7 

<211> 25 

<212> DNA 

<213> Artificial/Unknown 

<220> 

<221> misc_feature 

<223> Oligonucleotide designed to 
expression of GPRC5D. 



20 



act as primer for amplifying GPRC5D 



20 



act as antisense DNA for inhibiting 
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<400> 7 

tcatacatgg tgacttatag gtaga 25 

<210> 8 
<211> 25 
<212> DNA 

<213> Artificial/Unknown 
misc_feature 

Oligonucleotide designed to act as antisense DNA for sequence 
resulted from mutation causing abnormal splicing at position 705 
of p-globin pre-mRNA in thalassemia. 

<400> 8 

cctcttacct cagttacaat ttata 25 

<210> 9 

<211> 25 

<212> DNA 

<213> Artificial/Unknown 

<220> 

<221> misc_feature 

<223> Oligonucleotide designed to act as primer for amplifying GPRC5D 
roRNA. 



<220> 
<221> 

<223> 
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<400> 9 

ggagtatctc atcccatcag ctaca 

<210> 10 

<211> 24 

<212> DNA 

<213> Artificial/Unknown 
<220> 

<221> misc_feature 

<223> Oligonucleotide designed to act 
mRNA. 

<400> 10 

cactcttcca ggttgtctct atgc 

<210> 11 

<211> 22 

<212> DNA 

<213> Artificial/Unknown 
<220> 

<221> misc_feature 

<223> Oligonucleotide designed to act 
mRNA. 



25 



as primer for amplifying GPRC5D 



24 



as primer for amplifying GAPDH 
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<400> 11 

caagagaggc cctatcccaa ct 

<210> 12 

<211> 23 

<212> DNA 

<213> Artificial/Unknown 
<220> 

<221> niisc_feature 

<223> Oligonucleotide designed to act as primer for amlifying GAPDH 
raRNA. 

<400> 12 

ctaggcccct cctgttatta tgg 

<210> 13 

<211> 20 

<212> DNA 

. <213> Artificial 

<220> 

<221> misc_feature 

<223> Oligonucleotide designed to act as sense primer for amplifying 
human G protein Gal6 cDNA fragment containing full length ■ ORF. 



<400> 13 
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ccatggcccg ctcgctgacc 

<210> 14 

<211> 21 

<212> DNA 

<213> Artificial 

<220> 

<221> inisc_feature 

<223> Oligonucleotide designed to act as antisense primer for 

amplifying human G protein Gal6 cDNA fragment containing full 
length ORF. 

<400> 14 

ccgaggctgg agagatagac c 

<210> 15 

<211> 19 

<212> DNA 

<213> Artificial 

<220> 

<221> misc_feature 

<223> Oligonucleotide designed to act as sense primer for amplifying 
human G protein Gai2 cDNA fragment containing full length ORF. 



<400> 15 
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gcggcggagc ggcggaacg 



<210> 16 

<211> 24 

<212> DNA 

<213> Artificial 



niisc_feature 

Oligonucleotide designed to act as antisense primer for 
amplifying human G protein Gai2 cDNA fragment containing full 
length ORF. 

<400> 16 

ggagaaaagc ggcgggggaa cagg 

<210> 17 

<211> 21 

<212> DNA 

<213> Artificial 



<220> 
<221> 
<223> 



<220> 

<221> misc_feature 

<223> Oligonucleotide designed to act as sense primer for amplifying 
human G protein GaS2 cDNA fragment containing full length ORF. 



<400> 17 
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ccatgggctg cctcgggaac a 

<210> 18 

<211> 23 

<212> DNA 

<213> Artificial 

<220> 

<221> misc_feature 

<223> Oligonucleotide designed to act as antisense primer for 

amplifying human. G protein GaS2 cDNA fragment containng full 
length ORF. 

<400> 18 

ggtttcgcaa aatcactcgg ggg 

<210> 19 

<211> 21 

<212> DNA 

<213> Artificial 

<220> 

<221> misc_feature 

<223> Oligonucleotide designed to act as sense primer for amplifying 
human G protein Gal6 cDNA fragment from initiation codon. 



<400> 19 
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atggcccgct cgctgacctg g 



21 



<210> 20 

<211> 21 

<212> DNA 

<213> Artificial 

<220> , . 

<221> misc_feature 

<223> Oligonucleotide designed to act as sense primer for amplifying 
human G protein Gai2 cDNA fragment from initiation codon. 



<210> 21 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<221> misc_feature 

<223> Oligonucleotide designed to act as sense primer for amplifying 
human G protein GaS2 cDNA fragment from initiation codon. 



<400> 



20 



atgggctgca ccgtgagcgc c 



21 



<400> 



21 



atgggctgcc tcgggaacag 
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<210> 22 

<211> 18 

<212> DNA 

<213> Artificial 

<220> 

<221> misc_feature 

<223> Oligonucleotide designed to act as antisense primer for 
amplifying multiple cloning site of plasmid pcDNA3. 1(+). 

<400> 22 

tagaaggcac agtcgagg 

<210> 23 

<211> 24 

<212> DNA 

<213> Artificial 

<220> 

<221> misc_feature 

<223> Sense strand oligonucleotide designed to construct linker 
containing nucleotide sequence encoding 6xHis-tag peptide 
sequence. 

<400> 23 

gatatccatc atcatcatca ccat 
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<210> 24 

<211> 18 

<212> DNA 

<213> Artificial 

raisc_feature 

Antisense strand oligonucleotide desined to construct linker 
containing nucleotide sequence encoding 6xHis-tag peptide 
sequence. 

<400> 24 

atggtgatga tgatgatg 18 

<210> 25 . 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<221> misc_feature 

<223> Oligonucleotide designed to act as sence primer for amplifying 
GPRC5D cDNA. 



<220> 
<221> 
<223> 



<400> 25 

ggagaagggc atcagaaaac 



20 
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<210> 26 

<211> 22 

<212> DNA 

<213> Artificial 

<220> 

<221> misc_feature 

. <223> Oligonucleotide designed to act as antisence primer for 
amplifying GPRC5D cDNA. 

<400> 26 

ttatactcct cctgcatctt gc 

<210> 27 

<211> 58 

<212> DNA 

<213> Artificial 

<220> 

<221> misc_feature 

<223> Oligonucleotide designed to act as sence primer for 
amplifying ORF of GPRC5D cDNA. 

<400> 27 

ggggacaagt ttgtacaaaa aagcaggctc caccatgtac aaggactgca tcgagtcc 
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<210> 28 

<211> 55 

<212> DNA 

<213> Artificial 

<220> 

<221> misc_feature 

<223> Oligonucleotide designed to act as antisense primer for 
amplifying ORF (R form) of GPRC5D cDNA. 

<400> 28 

ggggaccact ttgtacaaga aagctgggtc attatactcc tcctgcatct tgctg . 

<210> 29 

<211> 51 

<212> DNA 

<213> Artificial 

misc_feature 

Oligonucleotide designed to act as antisense primer for 
amplifying ORF (F form) of GPRC5D cDNA. 

<400> 29 

ggggaccact ttgtacaaga aagctgggtc tactcctcct gcatcttgct g 



<220> 
<221> 
<223> 



